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How to create a newdata file with an external editor

PYRE Classic uses either

Excel (.xls) or tabulator

delimited textfiles (.txt). 

The latter can be created by

any editor. 

If your matrix has less than

256 characters, species

determination should occur

in the first column, 

character determination in 

the first row. You have to 

use matrioshka coded

data. Use any string to

define a character state. If

the state is not known use

„?“. 

Determine the objects in the first column
(if there are more than 256 characters use instead
the first row)

Determine the characters in the first row
(if there are more than 256 characters use instead
the first column)

File...Save as....xls or .txt

Use matrioshka coding

String1[string2]
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How to use PYRE Classic to open a file

Choose `File/Data...Open...`

Choose `File/Data...Open...` 
of the main menu to select an 
Excel- or a textfile. If you use
a .xls file, the data are loaded
from the first worksheet.
The main window contains a 
protocol that follows the
processing and gives some
advices. The protocol can be
saved.

Save the protocol

Press here after file selection
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First steps

The „Data“ – window shows
the data, allows to set the
focus to a cell of the grid and 
to transpose the matrix (this
means it exchanges rows and 
colums). This may be
necessary, because an Excel –
worksheet has only 256 
colums and maybe you want
to work with more characters. 
Press „Path“ to go on.

Exchange rows and columns

Focus
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The „Data“ – window now shows the
reconstructed paths. All paths of a 
column (a character) must have the
same root!
The character state tree of the selected
column is presented.

Press „Continue“ to go on.

First steps
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Data check
Automatic data check:
All strings with „?“ are
treated as missing data. It is
Controlled whether there is
exactly one root per character.
If data have to be corrected, 
press the „Start Excel“ button. 
Excel is used as external
editor, the file is loaded
automatically. After editing
and saving, close Excel to 
return to Pyre Classic. The
„open file dialogue“ window
is presented, reopen the
corrected file.

The check message if errors occur

Correct data

The check message if data are valid

If data are valid, continue here
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Choose and procede a job

The „job“ – button of the
main menu allows to 
choose between three
procedures. Here we choose
„parsimony“. Now decide
about the number of 
generations of branch
swapping during the heuristic
search, and about the number
of trees that are created. If the
matrix contains missing data, 
the checkbox must be
checked. Afterwards press 
„continue“.

Choose a job

The Camin – Sokal Parsimony window
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Click on a row to load a tree

Total length of the tree

Additional information to the selected tree

A Camin – Sokal Parsimony Cladogram

You can choose one of the
proceded trees by clicking on 
a row of the left grid. The
right grid shows the structure
of the chosen cladogram and 
the length of the branches. 
„Fitness“ gives the total 
lentgh of the tree. The
smaller, the better. For more
information press the
„graphic“ or the „tree
compatibility“ button
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The graphic

Click (and hold) on a node to get more information

It is necessary to design the graphic, 
before you save it. 
Click on a node and:

change the root (not recommended)
exchange the left and right branches
zoom to a part of the tree (unzoom
with reset)

Position of text
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The tree compatibility

The tree compatibility window
tells you, which character is
compatible with the cladogram
and whether homoplasy is
predicted. The number of 
evolutionary steps should be
number of  states -1. If there
are missing data, you can see it
in the „no. of states“ column.
If you decide to delete or
change some characters, press 
the „start Excel“ button.
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More about phylogenetic reconstruction using character state trees:

Tiefenbrunner, A., Tiefenbrunner, M. & W. Tiefenbrunner, NEW 
TOOLS FOR PHYLOGENETIC RECONSTRUCTION USING 
CHARACTER STATE TREES, Linzer biologische Beiträge 43/1, 
99-117, 2011.


